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The traditional use of bacteria enriched -fermented or -uncooked 1) H alvei produces AHLs on milk ultrafiltrate 2) AHL were degraded by alkalinization

: : : : : : As observed on other broths [7], N-(3-Oxohexanoyl)-L-homoserine lactone  as previously suggested [8] but even
foods [1], the growing interest in alternative food preservation using (30%0C6-AHL) and N-hexanoyl-L-Homoserine lactone (C6-AHL) accumulated  when it was only for 2h and transitory

protective bacteria [2] and the current pOpula rity of new fermented i the media during culture of H alvei CIRM-BIA 1832 on milk ultrafiltrate
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compatible with production of autoinducers (Als) [5] that mediate
3) most of AHL survived to conditions mimicking digestion

the .denSIty_depe.ndent communlcat|on. SyStem’ .termed C]U.OF%Im Indeed, 77 +/- 2% of the initial AHL load was recovered at the end of the in-vitro digestion test, without any marked
sensing (QS), which regulates cooperatlve behaviors (e.g. biofilm change in relative proportions. Partial degradation occurred mainly during the most alkaline phase (ie ileal).
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To assess these hypotheses, we generated modelled foods enriched N ;‘3
or not with AHL from cultures of Hafnia alvei (a usual cheese- I
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ripening starter known as an AHLs-producer [7]) on milk 100
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Recently weaned pups originating from 3 different litters were supplemented from D27 till D35 witn
either uninoculated milk ultrafiltrate (MUF) or filter-sterilized supernatants from H alvei culture on MUF 7) AHL enriched food did not significantly change the colonic microbiota communities
that had been Smeltteq to alkallnlsatp.n (AHLneg) or not '(AHL+)- All supplements have been No clear-cut differences related to sex or to treatment were evidenced from both Principal coordinate analysis
.conce.ntrate.d by 'freeze-dymg 'fhef.\ resolub|l|zeq before used. Anlmgls gavages and follow-up as well as (PCoA) and Permutational Multivariate Analysis of Variance (PERMANOVA) based on Bray-Curtis dissimilarity
intestinal microbiota characterization were carried out as described in [10] matrix Of bacterial communities from the colonic contents Of supplemented pups
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/5) AHL enriched food had no significant impact on pups growth nor food consumption \
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6) AHL enriched food did no significant modify colonic microbiota richness nor evenness
None of the indices reflecting the alpha-diversity of colonic microbiota collected from pups at the end of
supplementation was significantly affected by the treatments.
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S.chaol Simpson Shannon.H AHL+  AHLneg MUF AHL+ AHLneg MUF
female.MUF 421.33 +/-77.78 466.99 +/- 65.84 0.949 +/- 0.040 3.961 +/- 0.783 8) AHL enriched food may modulate microbiota activity in the ileum ...
female.AHL+ 470.17 +/- 32.59 499.71 +/- 32.74 0.969 +/- 0.010 4.390 +/- 0.251 In the colon, none of the short-chain fatty acids concentrations was significantly affected by
female.AHLneg  437.33 +/-113.35  464.81+/-113.59  0.972 +/- 0.008 4.333 +/- 0.374 treatments. Conversely, female pups from the AHL+ group exhibited significantly lower
concentration of acetate in their ileum as compared to those from the AHLneg group.
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Our study confirmed that food matrices can give rise to the production of AHLs " |

and demonstrated that these signal molecules can resist - at least partially -
digestion. These molecules therefore have the potential to interact with the ol
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intestinal microbiota. Despite this, under our operating conditions, the AHL- %%5’:;%% %%iéii %%5’:;;% %%5’:;;% %%ggéé
enriched food did not modify the colonic microbiota. Our first data about the EEcEEs EEETEe EEsEEe EEEEEe EEEEE e
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ileal impact are however more encouraging and deserve further investigation. #: p-value from Kruskall-Wallis test facor(Sex,reatment) factor(sex_treatment)
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